. Hydrophobic interactions between H3K23ac and Trim24 in five trajectories. 1 for Pro861/Ala1, 2 for Leu839/Ala1, 3 for Val928/K23ac, 4 for Phe979/Ala25, 5 for Phe924/K23ac, 6 for Ala923/Ala21, 7 for Ala923/K23ac, 8 for Val946/ALA21, 9 for Trp865/Ala1, 10 for Leu922/Ala21, 11 for Leu922/Leu20, 12 for Phe860/Ala1, 13 for Phe979/K23ac, 14 for Val986/K23ac. Figure S5 . Hydrogen bond between TRIM24 and histone for WT and modifications. A: WT. 1 for Glu836_N/Thr6_OG1, 2 for Gly863_O/Ala1_N, 3 for Glu826_O/ Lys4_NZ, 4 for Pro861_O/Ala1_N, 5 for Asn825_OD1/Lys4_NZ. B: H3K23ac. 1 for Gly863_O/Ala1_N, 2 for Gly836_N/Thr6_OG1, 3 for Glu826_O/Lys4_NZ, 4 for Pro861_O/Ala1_N, 5 for Glu837_OE1/Gln5_NE2. C: H3K4me3. 1 for Gly836_N/ Thr6_OG1, 2 for Gly863_O/Ala1_N, 3 for Pro861_O/Ala1_N. D: H3K4me3K23ac. 1 for G863_O/Ala1_N, 2 for G836_N/Thr6_OG1, 3 for P861_O/Ala1_N, 4 for Gln833_O/Lys9_NZ. Figure S6 . Electrostatic interaction between TRIM24 and histone for WT and modifications. A: Wild type. 1 for Glu842/Arg2, 2 for Asp827/Lys4, 3 for Glu978/Arg26, 4 for Glu826/Lys4, 5 for Glu981/Arg26, 6 for Glu864/Arg2, 7 for Glu981/Lys23, 8 for Glu981/Lys27, 9 for Glu837/Arg8, 10 for Glu985/Lys18, 11 for Asp827/Lys9. B: H3K23ac. 1 for Asp827/K4, 2 for Glu842/Arg2, 3 for Glu978/Arg26, 4 for Glu826/K4, 5 for Glu864/Arg2, 6 for 
